
KNOB - KNOPPIX for Bio
Project led by Itoshi Nikaido (Riken)

G-language GAE, BioPerl, BioRuby, 
EMBOSS, NCBI-Tools (BLAST, EPCR etc), 
boxshade, loki, Glimmer, ReadSeq, tree-
puzzle, rasmol, pymol, Njplot, Bioconductor, 
SMA, ClustalW, FASTA2, FASTA3, fastlink, 
fastdnaml, Graphviz, gnuplot, HMMER...

CD-bootable linux (debian-based)

http://knob.sourceforge.jp/en/

There is also a High Throughput Computing enabled version

100+ bioinformatics software pre-installed
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http://ez-tune-livecd.sourceforge.jp/
Mr. Yamamoto (Fujitsu)
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